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Multiple Myeloma Disease Background
Multiple myeloma (MM) is a hematologic malignancy of plasma cells in the bone marrow with 
a 5-year relative survival rate of 57�9% reported between 2012 and 2018�1,2 MM accounts for 
1�8% of all new cancer cases in the United States (US) and was associated with an estimated 
34,920 new cases in 2021�2 Those at an increased risk for MM include patients aged ≥65 to 74 
years, males, and Blacks (Figure 1 A and B)�2 

Figure 1 (A-B). Multiple Myeloma 5-Year Age-Adjusted Incidence Rates, 2015-2019. 

A. Gender; B. Race. 

AA, age adjusted.

 

MM is heterogenous with respect to molecular 
composition, with at least a dozen genomic and 
transcriptomic signatures (biomarkers) that correlate 
with disease characteristics, based on data from the 
Multiple Myeloma Research Foundation’s (MMRF) 
CoMMpass (Clinical Outcomes in MM to Personal 
Assessment of Genetic Profile, NCT01454297) study�3

Current standard therapy can control MM in most 
patients; however, relapse is inevitable for most patients, 
and they often need a succession of new treatments 
to keep the disease under control�1 Current treatments 
for patients with MM have increased the average life 
expectancy from approximately 4 to at least 8 years in 

standard-risk disease, but MM remains incurable�1 One 
promising approach to MM treatment is personalized 
medicine, which aims to tailor treatment to the unique 
biology of an individual’s tumor, such as targetable 
genomic abnormalities, to overcome resistance and 
improve outcomes�1 In personalized medicine, patients 
are profiled based on predictive biomarkers and receive 
treatment regimens associated with successful responses 
in patients with those biomarkers�1 There is an urgent 
need to develop a deeper understanding of the clinical, 
molecular, and immune parameters involved in MM 
disease initiation, progression, and response to treatment 
to appropriately target new treatment options�
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Brief Description of the Multiple Myeloma Research Foundation
The MMRF is a nonprofit organization founded in 1998 with the mission of discovering and 
advancing a cure for each and every MM patient (Figure 2)�

Figure 2. MMRF History and Model
First and only end-to-end model in cancer research, accelerating a cure for every patient 

Its collaborative efforts have brought 15+ MM drugs to 
market and opened over 80 clinical trials for patients 
with MM� Using a comprehensive model, the MMRF 
is facilitating personalized medicine by generating 
genomic, transcriptomic, proteomic, and clinical data, 
leading to the testing of potential therapies for patients 
with MM� As part of this comprehensive research, 
the MMRF initiated the CoMMpass study in 2011� 
CoMMpass is a large, clinico-genomic, longitudinal, 
non-interventional study of newly diagnosed patients 
with MM receiving different standard approved 
treatments� This study collects tissue samples, genomic 
information, and disease and clinical outcomes over 
a minimum of 8 years to identify molecular profiles 
and clinical characteristics� CoMMpass has followed 
over 1150 patients from first diagnosis across 91 sites 
in the US, Canada, and Europe� These efforts have 
helped to identify 8–12 myeloma genome mutations 

related to DNA alterations and provided clear examples 
of therapeutic interventions with potential personalized 
medicine applications�3 Findings from CoMMpass have 
led to over 300 communications at scientific meetings 
and studies in peer-reviewed journals�3-7 Clinical data 
collection for CoMMpass will end in 2023, when the 
final patients reach 8 years of follow-up�

CoMMpass has created a wealth of knowledge on 
genomics and clinical outcomes and continues to 
produce important results in the field of MM� With the 
emergence of new immune therapies, many additional 
data points need to be collected from patients to 
best inform personalized medicine approaches, which 
requires data sets from a larger patient population�8 To 
accelerate cures for all patients with MM, it is necessary 
to understand the characteristics that influence MM at 
the population level� 
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Enrollment

Participation

Assessment

Benefit to Patients

CoMMpass CureCloud

1150 Thousands

Academic and community sites Online with specific clinical sites

Bone marrow biopsy
Direct-to-patient with online 

enrollment at specifiic clinical sites

Blood sample

Furthering knowledge on Multiple  
Myeloma and publication of results

Results sent directly to patients  
and physicians

Furthering knowledge on Multiple 
Myeloma and publication of results

Building on CoMMpass to Develop CureCloud®

To accomplish this goal, the MMRF launched the CureCloud Research Study, a direct-to-patient, 
IRB-approved trial designed to collect comprehensive clinical, molecular, and patient-reported 
outcomes and, eventually, immune profiling data from patients with MM (NCT03657251)� 
Compared to CoMMpass, CureCloud has several novel elements that will build upon previous 
work to advance the field of personalized medicine (Figure 3)� 

Figure 3. CoMMpass and CureCloud

The MMRF plans to enroll more patients in CureCloud 
than CoMMpass (thousands vs 1150), which will 
help to improve the understanding of disease course, 
treatments, and outcomes in MM patients, including 
those with less common genomic abnormalities and 
mutations� The patients in CoMMpass were enrolled 
from academic and community sites, but CureCloud 
enrollment can be completed either online or at 
specific sites� This study aims to remove barriers to 
participation, such as proximity to specific enrolling 
sites, and the study design will allow for a more diverse 
and representative population of patients from the 
US� Additionally, patients enrolled in CureCloud will be 
receiving newer treatments that were approved after 
2015, when CoMMpass stopped enrolling new patients� 

Genomic analyses will also be conducted in CureCloud 
via next-generation sequencing-based Clinical Laboratory 
Improvement Amendment (CLIA)-grade assays performed 

on blood samples (liquid biopsy) rather than bone 
marrow� Liquid biopsy techniques allow genomic analyses 
to be completed more efficiently than bone marrow 
biopsy, making it easier for health care professionals to 
apply personalized medicine approaches� Liquid biopsy 
is also less onerous and painful for the patient and less 
prone to elicit patient drop out� Findings from CureCloud 
will provide valuable information about the utility of liquid 
biopsies for MM research and show how new approaches 
such as this may be incorporated into standard-of-care 
management� Collected genomic data will be aggregated 
with clinical outcomes from a patient’s medical records� 
Individual CureCloud data will be sent directly to patients 
and their physicians to inform treatment decisions made 
by the patient’s treating physician and to guide patient 
enrollment in clinical trials� Once enough data is collected, 
aggregated and de-identified data will be made available 
to clinicians, patients, and researchers� 
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What is CureCloud?
CureCloud is a longitudinal, observational study with the goal of creating a comprehensive 
MM database of genomic and clinical data to help accelerate cures for all patients� CureCloud 
clinical and research data will drive better understanding of disease biology, treatment 
outcomes, and risk stratification� These results will identify novel biomarkers and therapeutic 
targets and inform clinical trial design with the goal of developing curative therapy� Figure 4 
depicts CureCloud’s methodology�

Figure 4. CureCloud: How Does it Work? 
 

MM, multiple myeloma; MMRF, Multiple Myeloma Research Foundation

Sign-up online and provide consent

Schedule a home blood draw

Patient medical records 
linked to CureCloud®

Receive patient friendly report on 
actionable genomic alterations and 

appropriate clinical trials

Receive access to personal and 
aggregated CureCloud® data

Empower patients during review  
of personal and aggregated  

CureCloud® data wiith physicians

Participate in patient-reported 
outcomes research

Recruit adult patients with MM 
(thousands planned)

PATIENTS PHYSICIANS

Approve patient liquid biopsy

Receive report on actionable genomic 
alterations and appropriate clinical trials

Receive access to aggregated  
CureCloud® data

Review treatment options with patients

Access real-world evidence  
on MM therapy outcomes
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Who Is Eligible to Enroll?
Patients are eligible for enrollment in CureCloud if they have active myeloma (Figure 5)�

Figure 5. CureCloud Enrollment Criteria
Eligibility Criteria

*Except New York. Eligibility for patients in the District of Columbia could change depending on panel or phlebotomist coverage.
CLIA, clinical laboratory iimprovement amendments; MM, multiple myeloma 

What Makes CureCloud Unique?
CureCloud offers several unique elements that empower patients by making them active 
participants in MM research (Figure 6)�

Figure 6. CureCloud Highlights

Diagnosed with  
actiive MM

Signed an online 
consent form

Treated by a physician willing to  
sign the requisition form for  
ordering CLIA-grade testing

Aged ≥ 18 years Reside in the  
contiguous US*

E-consent, electronic consent; MM, multiple myeloma; MMRF, Multiple Myeloma Research Foundation; NGS, next-generation sequencing.

Eligible patients can join from home.

At-home genomic testing uses liquid biopsy technology, 
avoiding the need for a bone marrow biopsy.

The MMRF returns NGS results with potential trials/
treatments to patients and their physicians.

• NGS reports are available on their personalized 
dashboards.

• Clinical and genomic data are displayed on 
their dashboards as visualizations, including the 
longitudinal patient journey.

The Patient Navigation Center utilizes oncology 
professionals trained in MM to serve as a resource for 
patients and caregivers.

E-consent

Mobile phlebotomist

Patient support

Direct-to-patient
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Eligible patients are able to enroll and provide consent 
either online through the MMRF CureCloud website or 
at specific clinical sites and will be asked to authorize 
linking information derived from the study to their 
medical records related to their myeloma care� After 
providing consent, patients can schedule an in-home 
phlebotomy appointment for mobile blood draw� 

Patients’ samples are then sent to a genomics facility 
where circulating free DNA from the tumor is extracted 
from blood and used for genetic sequencing that 
assesses dozens of MM-relevant genetic alterations� 
After analysis, all CureCloud patients will have access 
to a dashboard with their personal and aggregated data 
along with visualization tools� 

The CureCloud Dashboard and Patient Resources

The CureCloud dashboard provides aggregated clinical 
data for patient reference� Genomic information is also 
provided as a visualization portal to physicians and 
patients participating in the CureCloud study, which will 
help inform individual treatment decisions� If a relevant 
clinical trial is identified by the CureCloud analysis based 
on a patient’s MM genetic abnormalities, the clinical trial 

information is shared with the patient and physician for 
their consideration� Using the CureCloud visualization 
portal, patients can track their physician-provided lab 
values, such as M-spike protein and light chains, and 
compare their own results to the CureCloud patient 
population (Figure 7)�

Figure 7. The CureCloud Patient Portal

A. My Personal Insights
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B. Patient Data Comparison

Treatment data with patient’s data represented (green diamond).

Patients can filter data by characteristics (age, sex, race) to see patients like themselves.

What’s Next for CureCloud?
As of September 2022, 900 patients have registered to participate in CureCloud, and it is 
anticipated that thousands of patients will be enrolled in total� 

As patients continue to be enrolled in the CureCloud 
database, the MMRF has several enhancements 
planned� The MMRF is fortifying CureCloud recruitment 
efforts to achieve proportionate representation across 
racial and ethnic groups, with a particular focus on 
Black patients with MM, who are traditionally under-
represented in cancer research studies� Updates 
are also planned for blood sample analyses, which 
will increase the amount of information that can be 
captured in an assay� Additional visualizations based on 
patient clinical data and genomic results are planned, 
and the MMRF is working with patients to improve the 

presentation of patient medical data in visualizations on 
the portal� These additions include the development of 
a patient journey segment, which will show a patient’s 
integrated lab values, molecular markers, treatments, 
and outcomes starting with their MM diagnosis� The 
MMRF also seeks to incorporate patient-related 
outcomes surveys into the database to understand the 
impact of myeloma therapy on the patient, including 
side effects and financial toxicity� Samples collected 
through CureCloud will also be used in future studies 
to understand how each patient’s immune system 
interacts with their disease�
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Conclusion
Despite treatment advances and improved outcomes for patients, MM is associated with multiple 
cycles of response followed by the development of resistance and subsequent relapse�1,2 The 
MMRF CureCloud Research Study will advance our understanding of clinical, molecular, and 
immune parameters in MM to enhance the utility of personalized therapies, improve patient 
outcomes, and accelerate cures for all patients� 
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The MMRF’s mission is to accelerate a cure for each and every 
myeloma patient by relentlessly pursuing innovations that advance 
the development of novel therapies and more personalized treatment 
approaches for patients. Since its inception in 1998, the MMRF has 
opened nearly 100 clinical trials and has helped to bring 15+  
FDA-approved therapies to market, all while tripling the life  
expectancy of myeloma patients.
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